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<210> 1 

<211> 1482 

<212> DNA 

<213> Arabidopsis thaliana 

<400> 1 



atggattacc 


ccatgaagaa 


ggtaaaaatc 


tttttcaact 


acctcatggc 


gcatcgcttc 


60 
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y y ^y y 








caagatctcc 


aaaactttta 


cctctactta 


caaaacaacc 


acacatctct 


aaccatgttc 


180 


ttcctttacc 


tcgctctcgg 


gtcgactctt 


tacctcatga 


cccggcccaa 


acccgtttat 


240 


ctcgttgact 


ttagctgcta 


cctcccaccg 


tcgcatctca 


aagccagcac 


ccagaggatc 


300 


atgcaacacg 


taaggcttgt 


acgagaagca 


ggcgcgtgga 


agcaagagtc 


cgattacttg 


360 


atggacttct 


gcgagaagat 


tctagaacgt 


tccggtctag 


gccaagagac 


gtacgtaccc 


420 


gaaggtcttc 


aaactttgcc 


actacaacag 


aatttggctg 


tatcacgtat 


agagacggag 


480 


gaagttatta 


ttggtgcggt 


cgataatctg 


tttcgcaaca 


cgggaataag 


ccctagtgat 


540 


ataggtatat 


tggtggtgaa 


ttcaagcact 


tttaatccaa 


caccttcgct 


atcaagtatc 


600 


ttagtgaata 


agtttaaact 


tagggataat 


ataaagagct 


tgaatcttgg 


tgggatgggg 


660 


tgtagcgctg 


gagtcatcgc 


tatcgatgcg 


gctaagagct 


tgttacaagt 


tcatagaaac 


720 


acttatgctc 


ttgtggtgag 


cacggagaac 


atcactcaaa 


acttgtacat 


gggtaacaac 


780 


aaatcaatgt 


tggttacaaa 


ctgtttgttc 


cgtataggtg 


gggccgcgat 


tttgctttct 


840 


aaccggtcta 


tagatcgtaa 


acgcgcaaaa 


tacgagcttg 


ttcacaccgt 


gcgggtccat 


900 


accggagcag 


atgaccgatc 


ctatgaatgt 


gcaactcaag 


aagaggatga 


agatggcata 


960 


gttggggttt 


ccttgtcaaa 


gaatctacca 


atggtagctg 


caagaaccct 


aaagatcaat 


1020 
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atcgcaactt 


tgggtccgct 


tgttcttccc 


ataagcgaga 


agtttcactt 


ctttgtgagg 


1080 


ttcgttaaaa 


agaagtttct 


caaccccaag 


ctaaagcatt 


acattccgga 


tttcaagctc 


1140 


gcattcgagc 


atttctgtat 


ccatgcgggt 


ggtagagcgc 


taattgatga gatggagaag 


1200 


aatcttcatc 


taactccact 


agacgttgag 


gcttcaagaa 


tgacattaca 


caggtttggt 


1260 


aatacctctt 


cgagctccat 


ttggtacgag 


ttggcttaca 


cagaagccaa 


aggaaggatg 


1320 


acgaaaggag 


ataggatttg 


gcagattgcg 


ttggggtcag 


gttttaagtg 


taatagttca 


1380 


gtttgggtgg 


ctcttcgtaa 


cgtcaagcct 


tctactaata 


atccttggga 


acagtgtcta 


1440 


cacaaatatc 


cagttgagat 


cgatatagat 


ttaaaagagt 


ga 




1482 



<210> 2 
<211> 493 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 2 

Met Asp Tyr Pro Met Lys Lys Val Lys lie Phe Phe Asn Tyr Leu Met 
15 10 15 



Ala His Arg Phe Lys Leu Cys Phe Leu Pro Leu Met Val Ala He Ala 
20 25 30 



Val Glu Ala Ser Arg Leu Ser Thr Gin Asp Leu Gin Asn Phe Tyr Leu 
35 40 45 



Tyr Leu Gin Asn Asn His Thr Ser Leu Thr Met Phe Phe Leu Tyr Leu 
50 55 60 



Ala Leu Gly Ser Thr Leu Tyr Leu Met Thr Arg Pro Lys Pro Val Tyr 
65 70 75 80 



Leu Val Asp Phe Ser Cys Tyr Leu Pro Pro Ser His Leu Lys Ala Ser 
85 90 95 



Thr Gin Arg He Met Gin His Val Arg Leu Val Arg Glu Ala Gly Ala 
100 105 110 



Trp Lys Gin Glu Ser Asp Tyr Leu Met Asp Phe Cys Glu Lys He Leu 
115 120 125 
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Glu Arg Ser Gly Leu Gly Gin Glu Thr Tyr Val Pro Glu Gly Leu Gin 
130 135 140 



Thr Leu Pro Leu Gin Gin Asn Leu Ala Val Ser Arg lie Glu Thr Glu 
145 150 155 160 



Glu Val lie lie Gly Ala Val Asp Asn Leu Phe Arg Asn Thr Gly lie 
165 170 175 



Ser Pro Ser Asp lie Gly lie Leu Val Val Asn Ser Ser Thr Phe Asn 
180 185 190 



Pro Thr Pro Ser Leu Ser Ser lie Leu Val Asn Lys Phe Lys Leu Arg 
195 200 205 



Asp Asn lie Lys Ser Leu Asn Leu Gly Gly Met Gly Cys Ser Ala Gly 
210 215 220 



Val lie Ala lie Asp Ala Ala Lys Ser Leu Leu Gin Val His Arg Asn 
225 230 235 240 



Thr Tyr Ala Leu Val Val Ser Thr Glu Asn lie Thr Gin Asn Leu Tyr 
245 250 255 



Met Gly Asn Asn Lys Ser Met Leu Val Thr Asn Cys Leu Phe Arg lie 
260 265 270 



Gly Gly Ala Ala lie Leu Leu Ser Asn Arg Ser lie Asp Arg Lys Arg 
275 280 285 



Ala Lys Tyr Glu Leu Val His Thr Val Arg Val His Thr Gly Ala Asp 
290 295 300 



Asp Arg Ser Tyr Glu Cys Ala Thr Gin Glu Glu Asp Glu Asp Gly He 
305 310 315 320 



Val Gly Val Ser Leu Ser Lys Asn Leu Pro Met Val Ala Ala Arg Thr 
325 330 335 



Leu Lys He Asn He Ala Thr Leu Gly Pro Leu Val Leu Pro He Ser 
340 345 350 



Glu Lys Phe His Phe Phe Val Arg Phe Val Lys Lys Lys Phe Leu Asn 
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355 360 365 



Pro Lys Leu Lys His Tyr lie Pro Asp Phe Lys Leu Ala Phe Glu His 
370 375 380 



Phe Cys lie His Ala Gly Gly Arg Ala Leu lie Asp Glu Met Glu Lys 
385 390 395 400 



Asn Leu His Leu Thr Pro Leu Asp Val Glu Ala Ser Arg Met Thr Leu 
405 410 415 



His Arg Phe Gly Asn Thr Ser Ser Ser Ser lie Trp Tyr Glu Leu Ala 
420 425 430 



Tyr Thr Glu Ala Lys Gly Arg Met Thr Lys Gly Asp Arg lie Trp Gin 
435 440 445 



lie Ala Leu Gly Ser Gly Phe Lys Cys Asn Ser Ser Val Trp Val Ala 
450 455 460 



Leu Arg Asn Val Lys Pro Ser Thr Asn Asn Pro Trp Glu Gin Cys Leu 
465 470 475 480 



His Lys Tyr Pro Val Glu lie Asp lie Asp Leu Lys Glu 
485 490 



<210> 3 

<211> 657 

<212> DNA 

<213> Glycine max 



<220> 

<221> misc_f eature 

<222> (653) . . (654) 

<223> n is a, c, g, or t 

<400> 3 



ggaattcggc 


acgaggcaag 


tcctacggct 


gtgtcttcca 


agaagaagat 


gagacaaaaa 


60 


gaattggtgt 


ggcactctca 


aaagacctaa 


tggctgtggc 


aggagaggcc 


ctaaagacca 


120 


acatcacaac 


actaggaccc 


ttggtcctcc 


ctatgtcaga 


acagcttctt 


ttctttgcca 


180 


cattggtggc 


taggaaagtg 


ttcaagatga 


agataaaacc 


atacatccca 


gatttcaagt 


240 


tggcctttga 


gcatttttgc 


attcatgctg 


gagggagggc 


agtgttggat 


gagttggaga 


300 
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agaatcttga gctctctgat 


tggcacatgg 


agccctcaag 


gatgacacta 


aataggtttg 


360 


gtaacacttc 


tagcagttcc 


ttgtggtatg 


aattggccta 


cactgaagcc 


aaagggagga 


420 


tcaagaaagg 


tgacaggact 


tqqcaqattq 


catttgggtc 


aqqqtttaaq 


tgcaacagtg 


480 


ctgtgtggag 


ggctttgagg 


accatcaatc 


ctgctaagga 


gaacaatcct 


tggatggatg 


540 


agattcatga 


ctttccagtt 


catgtgccta 


aagtggcacc 


aattgcttcc 


taaattaatc 


600 


aaacatcttt 


ttctcttttt 


agtatgattc 


taaaattaaa 


gaaacttgtt 


cannaac 


657 



<210> 4 

<211> 1130 

<212> DNA 

<213> Glycine max 

<400> 4 



aacattactc 


agaattggta 


ctttgggaac 


aagaaatcca 


tgctcattcc 


caattgccta 


60 


tttcgtgtgg 


gctgctctgc 


gctgcttctc 


tctaacaagc 


cggcagatcg 


aaggagggcc 


120 


aagtaccggc 


ttgtccacgt 


cgtgaggact 


catcgcgggg 


ccgacgacaa 


ggcgttccgg 


180 


tgtgtttacc 


aggagcagga 


tgatgctggg 


aaaactggtg 


tttccttgtc 


taaggatttg 


240 


atggcaattg 


ctggtggagc 


attgaagact 


aacatcacca 


cacttggtcc 


tctggtgctg 


300 


ccaattagtg 


agcagcttct 


gtttttcgtg 


actctgctga 


tgaacaagtt 


atttaaggct 


360 


ggtgtgaagc 


cttacatacc 


ggatttcaag 


cttgcatttg 


atcatttttg 


tatccatgct 


420 


ggtggcaggg 


ctgtgattga 


tgagttggag 


aagaacctgc 


agctgcttcc 


tgagcatgtg 


480 


gaggcttcta 


ggatgaccct 


tcatagattt 


gggaacactt 


cctcaagctc 


catttggtat 


540 


gagttggctt 


acattgaagc 


caaagggagg 


atcaagaagg 


gtaacaggat 


ttggcaaatt 


600 


gcgtttggaa 


gtggtttcaa 


gtgtaacagt 


gcggtttggc 


aggctctgag 


gaatgtgagg 


660 


ccttctccta 


atggaccatg 


ggaagattgc 


attcataagt 


atcctgtgga 


aatagtcaca 


720 


tagtgatcat 


agttcagttc 


agttctcagt 


cacatactct 


ggctgctaca 


acttaattca 


780 


gggtaccctt 


cattagtttc 


cagatccatt 


gtctctctct 


ctgttgtaga 


tttcattgtg 


840 


taattcactg 


cctcttttgt 


gtttgatgat 


tgtggatttt 


cattgggtta 


aattcatgta 


900 


tctggagtaa 


tatgatatgg 


ggaattcctg 


aatttttttt 


cttcctgctg 


atgcacttat 


960 


gaatttttat 


ttttttagtc 


ataaagttgc 


gcctgggtaa 


cgaggcgctt 


ataggccccg 


1020 


atgcgaaaat 


actcctttga 


catatgtagg 


ggtgacggta 


ccactgccca 


ataattctct 


1080 


cccatatttt 


tacgcaacga 


ggacccttta 


gcctcgcgga 


ccagagctgc 




1130 
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<210> 5 
<211> 960 
<212> DNA 

<213> Gossypium arboreum 
<400> 5 

tggagaacat tactctcaac tgggacttcg gcaacgaccg atccatgcta gtctctaact 60 

gcttgttccg tatgggcggt gccgcgatcc ttctatcaaa ccggtcatcc gatcgccgcc 120 

gctccaagta ccaactcatc cacaccgtac gaacccacaa aggagccgac gacaaatgct 180 

acaactgcgt cttccaacgt gaggacgaca ccaaacgaat aggcgtttcc ctctccaaag 240 

acctcatggc ggtcgccggc gaagccctca aaaccaacat caccaccctc ggtccattag 300 

tcctccccat gtccgaacaa ctcctctttt tcatcacttt agtagcccga aaagtcttca 360 

aaatgaagat caggccatac atcccggatt tcaaactagc tttcgagcat ttttgcatcc 420 

atgcaggtgg gagagccgtg ttagatgagc tagaaaagaa ccttgagctc tcagattggc 480 

acatggaacc atcgaggatg acactttaca ggttcggtaa cacgtcgagc agctctttat 540 

ggtacgaact agcttactcg gaagccaaag gaaggatccg aaaaggtgat cggacatggc 600 

agattgcatt cgggtcaggg tttaaatgca acagtgctgt atggaaagca ttgaagacca 660 

ttaatccagc aaaggagaag agtccatgga ttgatgaaat tgatgaatat cctgtttatg 72 0 

tgcctaaggt ggccactgtt tcttcttctt cttcttccca aaaaaccata taattttcat 780 

cattcaaagg aagagaatag agagaaagag aggacttaat cagtaattat tagaactatg 84 0 

atttattttt tattttttta catgtttaat tgtgtgttga tttgaagatt aatttattcc 900 

aagttgaaga tatatatata taattttctt ttcatttgca aaaaaaaaaa aagaaactcg 960 
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